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sphinx-quickstart on Wed Jan 29 13:25:56 2020. You can adapt this file completely to your liking, but it

should at least contain the root toctree directive.

MR ARNTEIT R P2 JBrowse SCRS, (X{fiZ7%5242)
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CHAPTER 2

— AR FE DR, T3k JBrowse 25, BT H SCHRE web IR #SHIH T (F£ ubuntu 3l 3
& /var/www/),JBrowse piig— S, il index.html H) js A TEGEALEE, AT E G imAb HE.

2.1 223 JBrowse ZHRimEMtA

AU B AR AT AT D) st AT IBrowse BEL, fi

o unix #ER G RS- MacOSX, Linux, 2 WSL on Windows(fF windows10 [ 3. H 7K FF R 2k ubuntu,
{#H cmd #i Afip4 bash HIA[ kA linux ¥15%)

o Web 55 #%-JBrowse @—4iS 3, W5 Apache o Nginx —E i 1]
o AATHRE- A AT B A 4 ) AR

o Sudo Pjil-sudo Jg¥A MR, BRIFETEEERB S Web fRo5a5 301, BIUNTE/ var / www H, B2
RURR

IR R AP XL, % BT JBrowse Desktop, NNEARTFE AT, HHHTHENARER
e L)

2.2 &)\ JBrowse ¥

AR G2 JBrowse  ffifF, WA E LA Nodejs A 6 HHE S RA. i &R
https://nodejs.org/en/download /package-manager /#debian-and-ubuntu-based-linux-distributions '
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FIBAE ubuntu _F %73 node.js

2.3 & JBrowse By X 1THRA

curl -L -0 https://github.com/GMOD/jbrowse/releases/download/1.16.7-release/JBrowse-1.16.
—7.zip

unzip JBrowse-1.16.7.zip

sudo mv JBrowse-1.16.7 /var/www/html/jbrowse

cd /var/www/html

sudo chown “whoami” jbrowse

cd jbrowse

./setup.sh

Hi: SORIRIRIRE 22035 T web RS52%, Bl apache. ¥£ ubuntu 4235 apache {fflfiy4 apt install
apache2 £7F /var W HIE R www U, B2 index html ®I46 304, 1517 ubuntu A554s ip RIFT £
FIZIU. KF JBrowse i H SCAFIEHLA /var /www H, il & apache,apache FLAAFLE H1T# %

2.4 1R 5 JBrowse {EAEHRESZH JBrowse R E

JBrowse BUEAEMAIIINGS THECE, UL, WSREM DK H 2B jbrowse PRI, WLAZ T # LR
https://github.com/GMOD/jbrowse

git clone https://github.com/gmod/jbrowse

cd jbrowse

git checkout 1.16.7-release # or wversion of your choice

./setup.sh

npm run start # starts a express.js dev server on port 8082, alternatively move they

—entire jbrowse dir to /var/www/html as above

HEfE: G npm run watch H IO EFT I AT BT e (2, QRESIEiR o, WG EE
HUESN) AT ER S, SR A R, R npm 54

npm config set registry http://r.cnpmjs.org
npm config set puppeteer_download_host=http://cnpmjs.org/mirrors

export ELECTRON_MIRROR="http://cnpmjs.org/mirrors/electron/"
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2.5 ME!

MV IZE B —495 )., “Congratulations, JBrowse is on the web”, 477G 57 “Volvox example data” )
HERz WAREEAFEBIIEE, WA REE AT TR E AR

2.5. Ry 7
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CHAPTER 3

53R

TEATH, BATRHEN “RTISCET, ABESCAT E A B

3.1 ingk FASTA EXp9%&5|

B, FAVEBIEAERSL Volvox mythicus (Volvox J&HH)— MG f) YRR, Volvox FPZHEL il
FErfLTE 2018 4EHEFT TN, ABATAESE B E JBrowse, AT A3RATHAL T He 1 FASTA SCUERIBER:, 3
TR T B3

mkdir data
curl -L https://jbrowse.org/code/JBrowse-1.16.7/docs/tutorial/data_files/volvox.fa >

—data/volvox.fa

AT samtools 1) faidx 4 6JH “FASTA index” . FASTA index 4% k(i) FASTA i “%
% FHE] TBrowse . G, (U F B E B 105,

samtools faidx data/volvox.fa

FASTA index $f/2& 1444 volvox.fa.fai 301, SRJG, FRATRAX LLSC-A5 3] JBrowse W] ARG “40di H
SR H

SRIG RIS data / tracks.conf, i FHPA R A
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[GENERAL]

refSeqgs=volvox.fa.fai

[tracks.refseq]

urlTemplate=volvox.fa
storeClass=JBrowse/Store/SeqFeature/IndexedFasta

type=Sequence

BBt %] PAFTIT http://localhost /jbrowse/?data=data (B{FFTIT http: //localhost/jbrowse/), %k

SRIASHIFIPIBR R A . REIE

Available Tracks Genome Track View Help
0 5,000 10,000 15,000 20,000 25,000 30,000 [| 35,000 40,000 45,000 5(

Kfilter tracks

@ refseq

REEECul + Alt+ A

BEAA Cul + Alt+ O
RS Cul + Alt+ S
Vv EEREEEE O

3.2 n#; Tabix GFF3

FATR G B A iy SRR S

curl -L https://jbrowse.org/code/JBrowse-1.16.7/docs/tutorial/data_files/volvox.gff3 >

—data/volvox.gff3

BIATLEE GFF3 DAAE JBrowse AT, FATHHARZ A GFF3Tabix #. T abix A% AVFHIHLY;
2SI T Indexed FASTA fYEENALKIE. DI, FATLAE Jex GFF dEATHERF LAY Tabx ffifE#

sort -k1,1 -k4,4n data/volvox.gff3 > data/volvox.sorted.gff3
bgzip data/volvox.sorted.gff3
tabix -p gff data/volvox.sorted.gff3.gz

¥ data/tracks.conf il A — Tl &E:

10 Chapter 3. FE5|HHER
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[tracks.genes]
urlTemplate=volvox.sorted.gff3.gz
storeClass=JBrowse/Store/SeqFeature/GFF3Tabix

type=CanvasFeatures

SEIK

3.3 ngEk BAM

WEREHRGFFI R, WAl DARYE— AR XY “Hoxt” BT volvox, FATHEE|—A>3Cft

curl -L https://jbrowse.org/code/JBrowse-1.16.7/docs/tutorial/data_files/volvox-sorted.

—bam > data/volvox-sorted.bam

HRERE, S BAM SCHFEHHT . ARG BAM AHET, WBARGEFHTF AL Browse . (I
ARy 1T

samtools index data/volvox-sorted.bam

a1 data/tracks.conf HFESMMPATT NZ:

[tracks.alignments]
urlTemplate=volvox-sorted.bam
storeClass=JBrowse/Store/SeqFeature/BAM
type=Alignments2

3.4 BEENXHET ELMER)

BEiS, fSR jbrowse SCUFAL TR Web fizdsdert, WIN BATH AR, B0

/var/www/html/jbrowse

/var/www/html/jbrowse/data
/var/www/html/jbrowse/data/volvox.fa
/var/www/html/jbrowse/data/volvox.fa.fai
/var/www/html/jbrowse/data/volvox.sorted.gff3.gz
/var/www/html/jbrowse/data/volvox.sorted.gff3.gz.tbi
/var/www/html/jbrowse/data/volvox-sorted.bam
/var/www/html/jbrowse/data/volvox-sorted.bam.bai

/var/www/html/jbrowse/data/tracks.conf

3.3. mng; BAM 11
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R#Y tracks.conf SCPESEH AR :

[GENERAL]

refSegs=volvox.fa.fai

[tracks.refseq]
urlTemplate=volvox.fa
storeClass=JBrowse/Store/SeqFeature/IndexedFasta

type=Sequence

[tracks.genes]
urlTemplate=volvox.sorted.gff3.gz
storeClass=JBrowse/Store/SeqFeature/GFF3Tabix

type=CanvasFeatures

[tracks.alignments]
urlTemplate=volvox-sorted.bam
storeClass=JBrowse/Store/SeqFeature/BAM
type=Alignments2

SRJ5, ZSFTPADAI http: // localhost / jbrowse /45 H8i#k “data” H.
R

Available Tracks

X filter tracks 5,000 10,000 15,000 20,000 25,000 30,000 35,000 40,000

45,000 50,
e )

@ alignments 125

@ genes 100

) refseq senes ‘

@ refseq ) v 2 2 x

B3 X

© alignments

3.5 #E!

PR L E T JBrowse.

12 Chapter 3. E5|XHHER




CHAPTER 4

ZHPIENITIERE

4.1 SXEFF7|

MRS R 2 Hi, 587 bin/prepare-refseqs.pl &4k JBrowse &% 54, XIT FASTA (&7
F 3

bin/prepare-refseqs.pl --fasta docs/tutorial/data_files/volvox.fa

ST E AR Bio i@ DB *BHRERR T, LAY prepare-refseqs.pl 5 biodb-to-json.pl Ft & 45 & {#i

bin/prepare-refseqs.pl --conf docs/tutorial/conf_files/volvox.json

4.2 ERHETEFIHE

JBrowse W] PAMAFTE SR A Bio :: DB * Perl #2198 & S AL .

4.3 bin/flatfile-to-json.pl

MR GAT P SCE, Bt GFF3 5 BED, % f: 47 f bin / flatfile-to-json.pl AT, bin / flatfile-to-
json.pl R UL AR MAITIRE, XEEE T HE X track BJ4MI. 24T bin / flatfile-to-json.pl
~help ZF 1] I EHEA

13
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bin/flatfile-to-json.pl --gff path/to/my.gff3 --trackType CanvasFeatures —--trackLabel,,
—mygff

4.4 bin/biodb-to-json.pl

MR EIA ZERAEBEIERE, $il Chado, Bio :: DB :: SeqFeature :: Store 5{ Bio :: DB :: GFF, NJA[PA
ffifi] JBrowse fJ biodb-to-json.pl. % bin / biodb-to-json.pl St & X F— i (HAS A AL IESE) .

bin/biodb-to-json.pl --conf docs/tutorial/conf_files/volvox.json

4.5 Next-gen reads (BAM)

JBrowse HJ DA EL#EM BAM SUPRRRX 5753, M Jeqs b AT st Bl . SR SCHE, 35 BAM SCPFAH BAM
RO B S, SRS T DA SCAS Fr Be - sh i 21 tracks.conf Hi:

[tracks.alignments]

storeClass = JBrowse/Store/SeqFeature/BAM
urlTemplate = myfile.bam

category = NGS

type = JBrowse/View/Track/Alignments2

key = BAM alignments from SEQ1654

IR, VR BHE data SCPFSRTHAFAE AR S0/

data/myfile.bam
data/myfile.bam.bai

data/tracks.conf

1E tracks.conf (& FIRFCE IR, A5 myfile.bam XFAHX T tracks.conf P B TEN, FILH T EA]
fFRE—HZR, FHIEA TR AR E . HEE, urlTemplate 7] PAE5E#4A) URL B4%.

FEER: BAM CHFREHF MRS (RIEA XS bai SCAFE.csi S0 WA .csi, WITTPAMEA csiUrl-
Template. U5 K.bai, WK ABEMNEIEHN <yourbamfile.bam>, Hj5hn I.bai).

4.6 Next-gen read track ZFEJ

JBrowse A W fl T EAYPIERA, X LBIEIRM L1 TROT T BAM £

Alignments2 275 BAM SCHEHAIAAS LR, PAK BAM () MD 5 CIGAR B4 iimA, Mg, Bkl
f XA SNP.,

14 Chapter 4. ZHPREN[TIER
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SNPCoverage 7% i 8 BT, #0245 on Bk /KPR PLFC AR A P T BERY SNP B8

FE AT, BEYEEE R E type = Alignments2 B, type = SNPCoverage.

4.7 Index Names

IMEE R RS, ZAE M E AT A S e R AR AR ID RERER, LA bin/
generate-names.pl £ E KL FRNEIART .

bin/generate-names.pl -v

HE: AR AT * -to-json.pl AR [ JBrowse HSHIFTERENS, #FE 2 H#iZ1T bin/generate-names.pl
R R PR B K5 .

B R bin / generate-names.pl &5 |FIPIEIAIIFHE:

« GFF, GBK, BED il flatfile-to-json.pl l#k. BRAEHL TR, ¥ “ID”, “&F” 1 “BI4” B &S,
1R, nameAttributes I H &5 | HAth 7B

e Features from biodb-to-json.pl

« VCF tabix C{4H1 GFF3 tabix SCf (WERIM GFF ) “ID” §l “&F7 FE#Er&8], HHACHE
F VCF 1) ID #7%5])

BAM [#] reads 1 BigWigs ~N<H generate-names.pl Z i 2 5|
4.8 FEHE (BigWig 1 Wiggle)

F|E/) data / tracks.conf SCEEHT, #8R:

[ tracks.my-bigwig-track ]

storeClass = JBrowse/Store/SeqFeature/BigWig
urlTemplate = myfile.bw

type = JBrowse/View/Track/Wiggle/XYPlot

key = Coverage plot of NGS alignments from XYZ

JBrowse A P& [T E BERA track 224
o JBrowse/View/Track/Wiggle/XYPlot
i B s W ARTE . A RBCEIE, #5250l JBrowse Wiki,

o JBrowse/View/Track/Wiggle/Density

4.7. Index Names 15
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P R Rl CRED B BRMEOUT , HEA IR B0 D s o B W AE TR, TR T B X
I B WA RN LL @ . A7 KBCE LI, 12 W, JBrowse Wiki, 58Ul 57 s34 2728 25 (bicolor_pivot)
FB €

BEHEHEA], SEHEEETIXE type = JBrowse / View / Track / Wiggle / XYPlot B type = JBrowse
/ View / Track / Wiggle / Density.

4.9 &g

Wiz, 552 JBrowse!
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CHAPTER b

Indices and tables

e search

17
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